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Porcine Endogenous Retroviruses (PERV) must have become an integral components of the 
Sus scrofa L. genome long before Sus genus appeared. The nucleotide sequences of the genes which 
code PERV proteins are very similar to the sequences of the same genes of gamma retroviruses in 
primates, cats, and mice. The possibility of horizontal transmission of gamma retroviruses among 
individuals, as well as vertical transmission with host lineages has been demonstrated. The aim of 
this study was to assess the influence of environmental and genetic factors on population 
frequencies of individuals carrying different PERV classes. The influence of environmental and 
genetic factors on carriers of certain PERV classes among pig breeds was found to be highly 
significant. Transmission of PERV viruses in the pig can occur both horizontally (viruses are 
transmitted among individuals of the same generation) and vertically (viruses are transmitted from 
parents to offspring). Retroviruses act as an infectious source in the former case. 
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160 158 0,988 157 0,981 158 0,988 0,00  

 30 29 0,967 29 0,967 25 0,833 0,06  

 190 187 0,984 186 0,979 183 0,963 0,00  
 

 
15 12 0,800 10 0,667 3 0,200 0,27** 

 10 8 0,800 4 0,400 2 0,200 0,24* 
 25 20 0,800 14 0,560 5 0,200 0,24*** 
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7,70 
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 0,48 7,22 0,24 (2) 0,03 (212) 0,06 0,009 
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3,88 10,07 3,88 (1) 0,05 (213) 0,28 0,003 
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13,47 10,14 4,49 (3) 0,05 (211) 0,57 0,006 
 9,46 14,15 4,73 (2) 0,07 (212) 0,40 0,006 

 
12,87 10,74 12,87 (1) 0,05 (211) 0,55 0,002 
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env A  0,01 0,01 (2) 0,001 0,009 

 0,28 0,28 (1) 0,036*** 0,005 
 0,47 0,16 (3) 0,061** 0,013 

env B  0,43 0,22 (2) 0,031** 0,009 
 0,90 0,90 (1) 0,065*** 0,004 

 2,98 0,99 (3) 0,214*** 0,011 
env C  0,06 0,03 (2) 0,003 0,009 

 4,01 4,01 (1) 0,170*** 0,004 
 8,86 2,95 (3) 0,375*** 0,009 
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1,77 4,63 0,20 (9) 0,06 (72) 0,28 0,090 
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